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Met His Arg Thr Thr Arg lie 
1 5 


Lys lie 



10 15 



Met Cys Val Leu Cys Gly Gly Tyr Phe lie Asp Ala Thr Thr lie lie 
20 25 30 



Glu Cys Leu His Ser Phe Cys Lys Thr Cys lie Val Arg Tyr Leu Glu 
35 40 45 



Thr Ser Lys Tyr Cys Pro lie Cys Asp Val Gin Val His Lys Thr Arg 
50 55 60 



Pro Leu Leu Asn lie Arg Ser Asp Lys Thr Leu Gin Asp lie Val Tyr 
65 70 75 80 



Lys Leu Val Pro Gly Leu Phe Lys Asn Glu Met Lys Arg Arg Arg Asp 
85 90 95 



Phe Tyr Ala Ala His Pro Ser Ala Asp Ala Ala Asn Gly Ser Asn Glu 
100 105 110 



Asp Arg Gly Glu Val Ala Asp Glu Asp Lys Arg lie lie Thr Asp Asp 
115 120 125 
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Glu lie lie Ser Leu Ser lie Glu Phe Phe Asp Gin Asn Arg Leu Asp 
130 135 140 



Arg Lys Val Asn Lys Asp Lys Glu Lys Ser Lys Glu Glu Val Asn Asp 
145 150 155 160 



Lys Arg Tyr Leu Arg Cys Pro Ala Ala Met Thr Val Met His Leu Arg 
165 170 175 



Lys Phe Leu Arg Ser Lys Met Asp lie Pro Asn Thr Phe Gin lie Asp 
180 185 190 



Val Met Tyr Glu Glu Glu Pro Leu Lys Asp Tyr Tyr Thr Leu Met Asp 
195 200 205 



lie Ala Tyr lie Tyr Thr Trp Arg Arg Asn Gly Pro Leu Pro Leu Lys 
210 215 220 



Tyr Arg Val Arg Pro Thr Cys Lys Arg Met Lys lie Ser His Gin Arg 
225 230 235 240 



Asp Gly Leu Thr Asn Ala Gly Glu Leu Glu Ser Asp Ser Gly Ser Asp 
245 250 255 



Lys Ala Asn Ser Pro Ala Gly Gly lie Pro Ser Thr Ser Ser Cys Leu 
260 265 270 



Pro Ser Pro Ser Thr Pro Val Gin Ser Pro His Pro Gin Phe Pro His 
275 280 285 



lie Ser Ser Thr Met Asn Gly Thr Ser Asn Ser Pro Ser Gly Asn His 
290 295 300 



Gin Ser Ser Phe Ala Asn Arg Pro Arg Lys Ser Ser Val Asn Gly Ser 
305 310 315 320 



Ser Ala Thr Ser Ser Gly 
325 
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<400> 2 
cagcaactat 


gaaataatcg 


tagtatgaga 


ggcagagatc 


ggggegagae 


aatggggatg 


60 


tgggcgcggg 


agccccgttc 


cggcttagca 


gcacctccca 


gccccgcaga 


ataaaaccga 


120 


tcgcgccccc 


tccgcgcgcg 


ccctcccccg 


agtgcggagc 


gggaggaggc 


ggcggcggcc 


180 


gaggaggagg 


aggaggaggc 


cccggaggag 


gaggcgttgg 


aggtcgaggc 


ggaggeggag 


240 


gaggaggagg 


ccgaggcgcc 


ggaggaggcc 


gaggegcegg 


agcaggagga 


ggccggccgg 


300 


aggcggcatg 


agacgagcgt 


ggcggccgcg 


getgeteggg 


gccgcgctgg 


ttgcccattg 


360 


acagcggcgt 


ctgcagctcg 


cttcaagatg 


gccgcttggc 


tegcattcat 


tttctgctga 


420 


acgactttta 


actttcattg 


tcttttccgc 


ccgcttcgat 


cgcctcgcgc 


cggctgctct 


480 


ttccgggatt 


ttttatcaag 


cagaaatgca 


tcgaacaacg 


agaatcaaga 


tcactgagct 


540 


aaatccccac 


ctgatgtgtg 


tgctttgtgg 


agggtacttc 


attgatgeca 


caaccataat 


600 


agaatgtcta 


cattccttct 


gtaaaacgtg 


tattgttcgt 


tacctggaga 


ccagcaagta 


660 


ttgtcctatt 


tgtgatgtcc 


aagttcacaa 


gaccagacca 


ctactgaata 


taaggtcaga 


720 


taaaactctc 


caagatattg 


tatacaaatt 


agttccaggg 


cttttcaaaa 


atgaaatgaa 


780 


gagaagaagg 


gatttttatg 


cagctcatcc 


ttctgetgat 


getgecaatg 


gctctaatga 


840 


agatagagga 


gaggttgcag 


atgaagataa 


gagaattata 


actgatgatg 


agataataag 


900 


cttatccatt 


gaattctttg 


accagaacag 


attggategg 


aaagtaaaca 


aagacaaaga 


960 


gaaatctaag 


gaggaggtga 


atgataaaag 


atacttacga 


tgcccagcag 


caatgactgt 


1020 


gatgcactta 


agaaagtttc 


tcagaagtaa 


aatggacata 


cctaatactt 


tccagattga 


1080 


tgtcatgtat 


gaggaggaac 


ctttaaagga 


ttattataca 


ctaatggata 


ttgectacat 


1140 


ttatacctgg 


agaaggaatg 


gtccacttcc 


attgaaatac 


agagttcgac 


ctacttgtaa 


1200 


aagaatgaag 


atcagtcacc 


agagagatgg 


actgacaaat 


gctggagaac 


tggaaagtga 


1260 


ctctgggagt 


gacaaggcca 


acagcccagc 


aggaggtatt 


ccctccacct 


cttcttgttt 


1320 


gcctagcccc 


agtactccag 


tgcagtctcc 


tcatccacag 


tttcctcaca 


tttccagtac 


1380 


tatgaatgga 


accagcaaca 


gccccagcgg 


taaccaccaa 


tcttcttttg 


ccaatagacc 


1440 


tcaaaaatca 
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tcaataaata 


acrt cat c acre 


aacttcttrt 






1500 


aaggaaaaaa 


attttaaacc 


cctgatttat 


atagatatct 


teatgecatt 


acagctttct 


1560 


agatgctaat 


acatgtgact 


ategtccaat 


ttgetttett 


ttgtagtgac 


attaaatttg 


1620 


gctataaaag 


atggactaca 


tgtgatactc 


ctatggacgt 


taattgaaaa 


gaaagattgt 


1680 



3 



tgttataaag 


aattggtttc 


ttggaaagca 


ggcaagactt 


tttctctgtg 


ttaggaaaga 


tgggaaatgg 


tttctgtaac 


cattgtttgg 


atttggaagt 


actctgcagt 


ggacataagc 


attgggccat 


agtttgttaa 


tctcaactaa 


cgcctacatt 


acattctcct 


tgatcgttct 


tgttattacg 


ctgttttgtg 


aacctgtaga 


aaacaagtgc 


tttttatctt 


gaaattcaac 


caacggaaag 


aatatgcata 


gaataatgca 


ttctatgtag 


ccatgtcact 


gtgaataacg 


atttcttgca 


tatttagcca 


ttttgattcc 


tgtttgattt 


atacttctct 


gttgctacgc 


aaaaccgatc 


aaagaaaagt 


gaacttcagt 


tttacaatct 


gtatgcctaa 


aagcgggtac 


taccgtttat 


tttactgact 


tgtttaaatg 


attcgctttt 


gtaagaatca 


gatggcatta 


tgcttgttgt 


acaatgccat 


attggtatat 


gacataacag 


gaaacagtat 


tgtatgatat 


atttataaat 


gctataaaga 


aatattgtgt 


ttcatgcatt 


cagaaatgat 


tgttaaaatt 


ctcccaactg 


gttcgacctt 


tgcagatacc 


cataacctat 


gttgagcctt 


gcttaccagc 


aaagaatatt 


tttaatgtgg 


atatctaatt 


ctaaagtctg 


ttccattaga 


agcaattggc 


acatctttct 


atactttata 


tacttttctc 


cagtaataca 


tgtttacttt 


aaaaattgtt 


gcagtgaaga 


aaaaccttta 


actgagaaat 


atggaaaccg 


tcttaatttt 


ccattggcta 


tgatggaatt 


aatattgtat 


tttaaaaatg 


catattgatc 


actataattc 


taaaacaatt 


ttttaaataa 


accagcaggt 


tgctaaaaga 


aggcatttta 


tctaaagtta 


ttttaatagg 


tggtatagca 


gtaattttaa 


atttaagagt 


tgcttttaca 


gttaacaatg 


gaatatgcct 


tctctgctat 


gtctgaaaat 


agaagctatt 


tattatgagc 


ttctacaggt 


atttttaaat 


agagcaagca 


tgttgaattt 


aaaatatgaa 


taaccccacc 


caacaatttt 


cagtttattt 


tttgctttgg 


tcgaacttgg 


tgtgtgttca 


tcacccatca 


gttatttgtg 


agggtgttta 


ttctatatga 


atattgtttc 


atgtttgtat 


gggaaaattg 


tagctaaaca 


tttcattgtc 


cccagtctgc 


aaaagaagca 


caattctatt 


gctttgtctt 


gcttatagtc 


attaaatcat 


tacttttaca 


tatattgctg 


ttacttctgc 


tttctttaaa 


aatatagtaa 


aggatgtttt 


atgaagtcac 


aagatacata 


tatttttatt 


ttgacctaaa 


tttgtacagt 


cccattgtaa 


gtgttgtttc 


taattataga 


tgtaaaatga 


aatttcattt 


gtaattggaa 


aaaatccaat 


aaaaaggata 


ttcatttaga 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 
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1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3251 
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